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INTHECLAT] yffi 
Please amend the claims as follows: 
Claims 1-43 (Cancelled) 



Claim 44 (Cuirently Amended): An isolated corynefoim bacterium, which has been 
modified to express a decrea^ amount of malate dehydrogenase or to express a malate 
dehydrog^e with decreased activity compared to the coiresponding umnodified strain, 

wherein said malate dehydrogenase has at least [[90-JJ 95% homology to SBQ ID 



NO: 3. 



Claim 45 (Cuirently Amended): ITie isolated corynefoim bacterium of Claim 44, 
wherein the [[gene]] polyqw^^otide encoding sgd malate dehydrogenase has been 
eliminated. 

Claim 46 (Cunmtly Amended): The isolated corynefoim bacterium of Claim 44, 
whereinscfe^^f the [[gene]] polynucleotide encoding said malate dehydrogenase has 
been iga etivatod attennafftrf 

Claim 47 (Currently Amended): The isolated cor>7ie&im bacterium of Claim 44. 
wherein the pxpmjon of thP f[gene]] aslj2mislss3ade encoding said malate dehydrogenase 
has been attenuated by modification of at least one operator, promoter, attenuator, ribosome 
binding site, or start codon, which is operably associated with said [[mdhA gene]] 
polvmicleotif^ft 
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Claim 48: (Currently Amended) The isolated coiyneform bacterium of Claim 44, 

which expresses sajd malate dehydrogenase with decreased activity compared to the 

coiresponding unmodified strain. 



Claim 49 (Previously Presented): The isolated coiyaefoim bacterium of Claim 44, 
which is of the genus Corynebacterium or Mrevibacterium. 

Claim 50 (Pwviously Presented): The isolated coiynefomi bacterium of Claim 44, 
which is selected from thej group consisting of Corynebacterium glutamicum, 
Corynebacterium acetogltitamicum, Corynebacterium acetcaddophilum. Corynebacterium 
rrtelas^ecola, Corynebacterium thermcamnogene,, Brevibacteriumflavum, Br^ibacterium 
lactofermentum, aad Brev^acterium divaricatum. 

Claim 51 (Previously Presented): The isolated coryne&nn bacterium of Chiim 44 
which comprises pEMmdhAint. 

Claim 52 (Previously Presented): Aprecess for maloAg an famine acid comprising: 

a) culturing the bacterium of Claim 44 in a medium suitable for the production 
of said I^amino acid by ferinentation, and 

b) recoveriag said L-amino acid from the culture medium or from the bacterial 

cells. 



Claim 53 (Previously Presented): The process of Claim 52, wherein said amino acid 
is L-lysine. 



Claim 54 (Previously Presented): The process of Claim 52, wherein said amino acid 
is L-glutamate. 
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i 
I 

aata 55 (Cun^y Amended): The p„cess of Uaim 52, wta«i„in «id bacterid 

«>eamiam^[».^ ,ea.)).oi^^, ■.;.r,^-fl^„lr.-.-|„„ 

been eliminated or tfvnctivatcd attenuated, 

i 

Claim56«:wilyAznended): The process of Claim 52, whecdniu said bacterium 
the ecEressioaome ffgene]] E^tacleofide encoding ga^malate dehydrogenase has been 
attenuated bymodificatio^ of at least one, operator. pxomoter,atteauator.ribos^^ 
site, or start codon, which is operably a^ciated >vith said HmdhA gene]J ESta^eotide 
encoding sairi '^^ Mdiogenas^ 

I 

I 

r 

Claim 57 (Cuirentty Amended): Ite process of Claim 52. wherein said bacterium 
which expresses md malate dehydrogenase with deci^ased activity compared to the 
coiresponding unmodified'stiaiiL 

aaim 58 (Previously Presented): n.e process of Claim 52. wherein said bacterium is 
at least one selected from tie group consisting of Corynebacterium gMamicum 
Corynebacurium acetoglutamicun. Corynebacterium acetoccidopMum. Corynebacterium 
mela^^ecola, Corynebacterium thermoaminog.nes. Bre^bacteriumfla^^ Bre^actenun. 
tactofermeTUim, snd Brevibacterium dtvaricatum. 

Claim59(Pi^ouslyPresented): ll^eprocessof Claim 52, wherein said bacterium is 
Corynebaeterium glutamicwn. 

Cldm 60 (Currently Amended): The process of Claim 52. wherein said bacterium 
iurther comprises at least one [[gene]] ssliaucleotids whose «q,ression is enhanced 
compared to an unmodified starting strain selected from the group consisting of: 

the dapA [[gene]] EobsucIeotiOs which codes for dihydrodipicolinate sjoithase, 

the eno [[gene]] polvnuclefttiHft which codes for enolase. 

thezv^[[8ene]] EQto^eotide Which codes for thB^,/gona product gjncasfcg, 

phosphato dehvdm p r^ T^flcA^ . 

^^pyc [[gene]] polynacleotr-d. which codes for pyruvate carboxylase, and 
the lysE [[gene]] Bolynucleotldg which codes for lysine exporter. 
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Oaimei (Qirrently Amended): THe process of Claim 52, wherdn said bacterium 
f^er comprises at least one [[gene]] Eatacleotide whose exj^ession is attenuated 
(compared to an unmodified starting strain) selected fiom the groiq, consisting of: 

^epck^ EQtacl^ which codes for phosphocnol pyruvate caAoxjtenasc 
th^Pg^ ^ EQb^au^eotide which codes for glucose 6.phosphate isomerasc. and ' 
th6poxB sffBB polynucleotide which codes for pyruvate oxidase. 

Claim 62 (Previously Ptesented): Theprocess of Oaim 52, which is a batch process. 

Claim 63 (Previously Presented): Tlie process of Claim 52, which is a fed batch or 
repeated fed batch process. 



Claim 64 (Previously Presented): Theprocess of Clann 52. which is a continuous 
pxoces$. 



Claim 65 (Cuzi^nfly Amended) TheprocessofClaim [[44]] 52, wherein said 
bacterium has been modified to express a decreased amount of malate dehydrogenase 

Claim 66 (Currently Amended): The bacterium of claim 65, wherein said malate 
dehj^ogenasehastheN-terminalaminoaddresiduewhe^ofSEQlDNO: 1. 

Claim 67 (Pt^ously Presented): Ihe bacterium of claim 66, wherein said malate 
dehydrogenase comprises the amino"" acid sequence of SEQ ID NO: 3. 

Claim 68 (CmrenflyAmended): THe bacterium ofclaim 67, wherein said malate 
ddiydiogenaseis encodedby apolynucleotide comprising &e nucleotide^ sequence 536 to 
1519 of SEQ ID NO: 2. 
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daini 69 (Pr^ously Presented): Tb^ bacterinm of claim 68, wherein said 
polynucleotide compiises SEQ ID NO: 2. 
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